Annotation Exercise

It will never really be this easy, but
eventually you will be able to annotate
your own data.

J. Craig Venter




Where we are

« 13:30-14:00 — Primer Design to Amplify Microbial Genomes for Sequencing
* 14:00-14:15 — Primer Design Exercise

* 14:15-14:45 — Molecular Barcoding to Allow Multiplexed NGS

* 14:45-15:15 — Processing NGS Data — de novo and mapping assembly

« 15:15-15:30 — Break

« 15:30-15:45 — Assembly Exercise

« 15:45-16:15 — Annotation

« 16:15-16:30 — Annotation Exercise

« 16:30-17:00 — Submitting Data to GenBank

J. Craig Venter
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Use our asembled genome

SEJUENCE

» Try annotating it at VIGOR website
http://www.jcvi.org/vigor/submission.php

* Look at the .tbhl file

J. Craig Venter
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=+ Run VIGOR

+ Instructions & Test Samples
+ Coronavirus

+ Influenza virus

+ Measles & mumps virus

+ Metapneumovirus

+ Norovirus

+ Parainfluenza & Sendai virus

Respiratory syncytial virus
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+ Rhinovirus

+ Rotavirus

+ Rubella virus
+ SARS
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VIGOR - VIRAL GENOME ORF READER

Mo file =elected.

Paste yvour sequences in FASTA format into the box
below or upload FASTA file to the right

COGETGAACAACTTCTTITTCTTCAGGTCCACTATGCCCGGATGCAGCGGGTATCCCAACA
TEGATTTGGATTGCCTACTCCCCCAGGAGTGGGTGCAGCACTTCTACCAAGAGGCAGCTC
CAGCACAATCTGATGTGGCTCTATTGAGATT TGTGAATCCAGACACGGGTAGGGTCCTGT
TTGAGTGCAAACT TCATARATCAGGCTATGTCACAGTGGCTCACACCGGTCAGCATGATT
TEGTCATCCCCCCCAATGGCTATTTTAGGT T TGATTCCTGGGETTAATCAGTTCTACACGC
TTGCCCCCATGEEAAACGGAACGGGGCGTAGGCGCGCCTTATAATGGCTGGAGICTITCTT
T T GGAT TG CATCTGATGTCCT TG CTCTGGACT TGGTTCCCTAAT CAATGCTGGGGEC
TEGGGCCATCAACCAAAAGATTGATTT TGARAATAATAGAAAATTGCAGCAAGCTTCCTT
CCAGTTTAGCAGTAATCTACAACAGGCTTCCTTTCAACACGATARAGAGATGCTCCAAGT
ACAAATTGAGGCCACTAAAAAGTTGCAACAGGAAATGATGAAAGTCAAGCAGGCAATGCT
CCTAGAAGGTGGATTCTCTGARACAGATGCAGCCCOTOLLGCAATCAACGCCCCCATGAC
AAAGGTTTTGGACTGGAGCGGAACAAGGTACTGGGCCCCTGATGCTAGGACCACAACATA
CAATGCAGGCCGCTTTITCCACCCCTCAACCTTCGGGGACGCTGCCAGGAAGAATCAATCC
CAGGACTCCTACCCCCGCTCGEEGCTCCTCCAACACATCTTCTAATGCTTCCACTGCTAC
TTCTATACAT T CAAAT CAAACTGT T T CAACGAGACTTGGTTCTACAGCTGGETTCTGGETAC
CAATGTCTCGAGTCTCCCOTCAACTGCAAGGACTAGGAGTTGGEGETTGAGGAT CAARAACAL
AAATTTGTCACCTTITCATGAGGGGGGCTCATAACATATCOTTITGTCACCCCACCATCTAG
CAGATCCTCTAGCCAAGGCACAGTCTCAACCOTGCCTAAAGAAGTTT TGGACTCCTGGAC
TEGCGCTTTCAACACGCGCAGGCAGCCTCTCTTCGCTCACATTCGTAGGCGAGGGGAGTC

fif;ﬁﬁ.ﬁlﬁlé.é,

Email address:
tstockwe@jcvi.org

Select virus type:
Morovirus
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Report a Bug
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JCWI Home VIGOR Homs

+ About VIGOR VIGOR SUBMISSION RECEIVED
=+ Run VIGOR Thank you for yvour submission.
Your submission ID is '"dmzweb2_1898_1 WedAug211817402013°.
+ Instructions & Test Samples A notification email has been sent to "tstockwe@jcvi.org”
You will receive another notification email ance yvour job has been processed.
= Coronavirus Back to submission portal

Your results will be available at the following URL:

= Influenza virus http:/fwww.jcvi.org/vigor/results/dmzweb2_1895_1_WedAug21131740201 3/ results.html

+ Measles & mumps viruses
+ Metapneumaovirus
+ Norovirus

Parainfluenza & Sendai
Viruses

Respiratory syncytial virus
[RSV)

+ Rhinovirus

+ Rotavirus

= Biuhalla wirne




@ Morovirus Virus Gene Finder Results Page for job ID dmzweb2_1898_1_WedAug211817402013 (submission ID dmzweb2_1898_1_WedAug211817402013) - Mozilla Firef... | = || &
Eile Edit View History Bookmarks Tools Help
+|

| .= Morovirus Virus Gene Finder Results Pag...

6 & www jovicorg/vigorresults/dmzweb2 1898 1 WedAug211817402013/ results, htrml e | * Google PR

@] Most Visited W Getting Started |5 Latest Headlines

J. Craig Venter

I N 5§ T 1 T WUTE

VIGOR - Norovirus

JCWI Home VIGOR Homs

+ About VIGOR VIGOR PREDICTION RESULTS

+Run VIGOR

+ Instructions

+ Coronavirus

+ SARS

+ Influenza virus

+ Rhinovirus

+ Rubella virus

+ Metapneumaovirus

+ Norovirus

+ Measles & mumps viruses

Yellowfever & Japanese
encephalitis viruses

Respiratory syncytial virus
B

Your prediction results are ready for "NMorovirus'.

Your input FASTA file view

The CORF prediction file view

The CDS prediction file view

The clustalw multiple alignment file view
The GenBank TBL file view

Download the entire set of files here
How to download tarball click here.

The submissian ID is 'dmzweb2_1898_1_ WedAug211817402013

The job ID is 'dmzweb2_18938_1_ WedAug211817402013'
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>Features contigl0001

3 5102
3 5102
»Features

3 8oz
8993 2030
2091 28627
2828 3026
3027 3569
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gene

CD5

cont

gene

gene

CD5

contiglO0001.1

procein p48

HTPase

p22k 1

wiral genome-linked protein

3C-1ike protease

EMA-directed RHA polymerase

gene CRF1

gene CRF1

gene_syn CRF1

product genome polyprotein

protein id

ig00001.1

mat peptide

product mat peptide
mat peptide

product mat peptide
mat peptide

product mat peptide
mat peptide

product mat peptide
mat peptide

product mat peptide
mat peptide

product mat peptide

gene cap=sid protein

note pseudo—gene

gene CRF3

gene CRF3

gene syn

product

protein id

CRF3

protein VB2

contiglO0001.3
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>contigl0O00l1.1 CRF1 1898 Za 3 5102 genome polyprotein

HMEMASHDASAAAVANSHNDTAKS S SDEMESHHMAVT FEEAL.GARPFEQPPPREIPQEPEREE
ITPELVEKIPPPPPHNGEDEVVVSY SAKDGVSGLPELSTVRQPEETHNTAFSVEPLNQRENED
AREPLTGTILEMWDGE IYHY GLYVERGLVLGVHEPPAAT SLAKVELTPLSLFWNEEVYT P
YLISPDTLEKLHGETFPYTAFDNHNCY AFCCWVLDLNDSWLSRRMIQETT GEFREYQDWHE
KPLPTHDDSELEFVANIFLCALSSLETREFIEDI TGELEPLNITNILASCDWT FAGTVESL
ILLARLFGVFNIPPDVSAMTAPLLGDFELGPEDLVVELVEVVHMGGIGLVLGFTEEEIGR
ML 58 STLRACK DLGAY GLE ILELVHEWFFPEREEANELAMVESTEDAVLDLEATENNH
MITLLEDK DS LA TYMRT LD LEEEFARK LS TESASPDIVGT INALLARTARARST.VHRAKE
ELSSRPREVVIMISGRPGIGEKTHLAREVARRIAR ST TGDOEVGLIPENGVDHNDAYEGER
VVLWNDDYGMSHPITHDALRLGELADT CPLT LNCDRTENEGEVEDSDVITITITTHNLANEPAPLD
YWHFEACSRERIDFLVYAEAPEVER AN RDFPGOPOMWENAFSSDESHIKLALAPQGEFDEN
GHTPHGEGVHETLTTGSLIARASGLLHERLDEFELGPALTT FNFDENEVLAFRQLAAEN
EYGLIDTHMEVGRQLEDVETHPDLEQAT KNI STEKCQIVY SGCTYTLESDGEGNVEVDEIQ
STSVTHHELAGATLHHLRCARTRY YVECVOEATLYSTIQIAGRAFVITRITERVNIQDLNS
EPOVENTEEATHNEDGCPEPEDDEEFVISSDDIETEGEEGENET GRGEFHTAFSSEGLSDE
EYDEYKRIREERNGRY SIEEY L DRDEY YEEVATARATEEDFCEEEEAKTRRIFREFTERE
QEEEERASLGLVIGSEIREENPFDDFEPEGELWADDDRESVDYNERLSFEAPPSIWSRIVHE
GEGHGEWVSPSLEITSTHV I P GAREFFGVEPIEQIOVHE SGEFCELEFPEPIRTDVI GMI
LEEGAPEGTIVVILLIERSTGELMPLAARMGTHATHE T QGRTVEGOMGHLLT GSNAK SHMDL.
GITPGDCGCEY IYERGH DY VVIGVHTARARGENTVICATQGGEGEATLEGGDSEGTYCGR
PILGPGSAPK LS TETEFNRSSTAPLPPGTYEPAY LGGEDPEVEGGPSLOOVHEDQLEEPET
EPRGEPPEEPSVLEAAFK T ITNVLEQTIDPFPEEWSFAQACASTL.DET T SSGHPHHMEFENDCW
HGESFIGELADQA SKANIMFEEGENHMT PVYTGALKDELVET DEIYGEIFKFKRLLWGSDLAT
HMIRCARAFGGLMDELEAHCVI LEIRVGHNMNEDGPIIFEEHSEYRYHYDADYSEWDST 0
RAVIARATFETHMVEF S SEPHLAOVVAEDLLSPSVVIVGDFI ISINEGLESGVECTSOWHS I
AHWLLTLCALSEVINLSPDITOANSLESFYGDDEIVSTDIKLDPERLTAKLEEYGLEFTR
PDETEGPLVISEDLDGLIFLERTVIRDPAGNFGELEQSSILROMYNTRGEFNHEDPSESHMI
PHEORPIQILMSLLGEARTHGPTEFY SEI SELVIARLEEGGHDEYVEPRQEPHFEWNHMEFSDLS
ITWEGDENLAPSFVHNEDGVE *

>contigl0O00l1.1.1 3 = k= mat peptide protein p48

MEMASHDASA R VAN SHHN DT AKS S5SDEMEF SHHMAVT FERALGARPEQPPPREIPQRPEREP
TPELVEEIPPPPPHGEDEVVVSY SAKDGVSGLPELSTVRQPEETHTIAFSVEPLHNQRENED
AREPLTGTILEMWDGEIYHYGLYVERGLVLGVHEPPART SLARKVELTPLSLFWREEVYTPY




Try your own favorite virus

Get a complete unsegmented viral
genome from GenBank — search

“nucleotide” database for the virus you

want with qualifier [organism] AND
“‘complete genome’[title]

Download the fasta record
Try annotating it at VIGOR website
Look at the .tbl file

J. Craig Venter
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